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exhibitorscommittee / keynote speakers

Agilent Technologies AG
Basel, CH

http://pharma.chem.agilent.com
Phone: 0800-603 1000
E-Mail: contact_us@agilent.com

Agilent Technologies Inc. is technology leader in life sciences and diagnos-
tics. Agilent has a strong focus on the pharmaceutical space and provides 
analytical solutions to researchers ranging from sample prep to analysis. The 
company counts 20,500 employees globally and had revenues of $ 6.8 billion 
in fiscal year 2013.

Bio-Rad Laboratories GmbH 
Munich

www.bio-rad.com
Phone: 	 +49 172 8986238
E-Mail:	 carsten_voss@bio-rad.com

Bio-Rad Laboratories is a leading provider of innovative tools to the life sci-
ence and clinical diagnostics markets, where the company’s products are 
used for scientific discovery, drug development, and biopharmaceutical 
production. Bio-Rad’s Life Science Group has long served the bioprocessing 
industry by supplying advanced purification and process technologies. Bio-
Rad provides a full line of scalable — from pilot to production — process 
chromatography resin and hardware solutions.

Wissenschaftliche Gerätebau Dr. Ing. Herbert Knauer GmbH 
Berlin

www.knauer.net
Phone: 	 +49 30 8097270
E-Mail:	 info@knauer.net

KNAUER manufactures UHPLC and HPLC systems for the analytical up to the 
preparative range of applications. The Berlin based company is a competent 
partner for LC purification systems using SMB and MCSGP technologies. For 
high resolution analysis or purification of proteins and other biomolecules 
KNAUER offers perfectly matched biochromatography systems, pressure sta-
ble glass columns, and separation media. LC columns, UV/VIS/NIR and RI 
detection systems, as well as chromatography software complete the choice 
of high quality LC products. KNAUER also supplies osmometers.

scientific committee

Cristina Dias-Cabral	U niversity of Beira Interior, Covilhã/P� (ISPPP 2014 Conference Chair)

Milton Hearn	 Monash University, Clayton, Victoria/AUS

Sophia Hober	KTH  – Royal Institute of Technology,  

	 Stockholm/S

Alois Jungbauer	U niversity of Natural Resources and  

	 Life Sciences, Vienna/A

Egbert Müller	T osoh Bioscience GmbH, Stuttgart/D� (ISPPP 2014 Conference Chair)

Aleš Podgornik	COB IK – Center of Excellence for Biosensors,  

	 Instrumentation and Process Control, Solkan/SLO

Karin Tiemann	 DECHEMA e.V., Frankfurt am Main/D

keynote spaekers

Michel Eppink	 Synthon Biopharmaceuticals BV, Nijmegen/NL

Antibody Drug Conjugates: a new platform of protein therapeutic molecules

Klaus Graumann	 Sandoz GmbH, Kundl/A

Technical development aspects for biosimilars

Jürgen Hubbuch	K arlsruhe Institute of Technology/D

High throughput process development - screening, analytics and modeling

Todd Przybycien	C arnegie Mellon University, Pittsburgh, PA/USA

Affinity chromatography with PEGylated protein ligands
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exhibitorsexhibitors

Malvern Instruments GmbH
Herrenberg

www.malvern.de
Phone: 	 +49 7032 9777-0
E-Mail: 	B irgit.Toscha@malvern.com

Malvern Instruments provides the materials and biophysical characteriza-
tion technology and expertise that enable scientists and engineers to under-
stand and control the properties of dispersed systems, of proteins and other 
macromolecules in research and formulation. Charge, size, mass, molecular 
weight and polydispersity, aggregation and stability are critical parameters 
measured using: Zetasizer – dynamic/static light scattering; NanoSight –
nano particle tracking; Archimedes – resonant mass measurement; Viscotek 
– SEC; Viscosizer 200 – UV area imaging and, MicroCal – Microcalorimeters.

Perkin Elmer 
Rodgau

www.perkinelmer.com
Phone: 	 +49 7253 954917
E-Mail:	H eidrun.lange@perkinelmer.com

PerkinElmer is committed to improving the health and safety of people and 
the environment by delivering the knowledge, expertise and innovative solu-
tions that accelerate the understanding of human and environmental health 
to better diagnose, treat and prevent disease. Our life science research instru-
mentation, reagents and software tools encompass core areas of research 
including genomic analysis, cellular, tissue and in vivo imaging, biomarkers, 
biotherapeutics and targeted small molecule discovery with products in the 
field of automation, microfluidics, imaging, multimode plate reader, assay 
and molecular biology reagents.

Postnova Analytics GmbH 
Landsberg a. Lech

www.postnova.com
Phone: 	 +49 8191 985 6880
E-Mail: 	 info@postnova.com

Postnova Analytics is inventor of Field Flow Fractionation (FFF) for nanopar-
ticle, protein and bio/polymer separation/fractionation/characterization. 
Postnova offers a complete FFF product range for applications in Biophar-
maceutical, Nanotechnology, Environmental, Food, Cosmetics and Polymers. 
Field-Flow Fractionation coupled to Multi-Angle Light scattering (MALS), 
Dynamic Light Scattering (DLS) and ICP-MS detection offers access to high 
resolution size and molar mass separation, characterization and element 
specification. Products are CF2000 Centrifugal FFF for Nanoparticles, AF2000 
Flow FFF for Biopharmaceuticals and TF2000 Thermal FFF for Polymers.

Tosoh Bioscience GmbH 
Stuttgart

www.tosohbioscience.de
Phone: 	 +49 711 13257 33
E-Mail:	 heike.rosenfeld@tosoh.com

Tosoh Bioscience is a leading manufacturer in the field of biochromatography. 
The portfolio of over 500 specialty products encompasses instruments 
for SEC/GPC and a comprehensive line of chromatography media and  
(U)HPLC columns for all common modes of liquid chromatography, including 
IEX, HIC, mixed-mode, reversed phase, HILIC, SEC and affinity. TOYOPEARL® 
and TSKgel® products are renowned for their quality and reliability. Latest 
product innovations include SEC columns for monoclonal antibody analysis 
and high capacity multimodal and Protein A media for biopurification.

TSI GmbH
Aachen

www.tsi.com
Phone: 	 +49 241 523030
E-Mail:	 tsi.emea@tsi.com

As an international leader in measurement technology for over 50 years, 
TSI Incorporated (www.tsi.com) designs and manufactures precision instru-
ments which are recognized by researchers worldwide.
TSI´s MacroIMS Macroion Mobility Spectrometer is a powerful tool for rapid, 
high resolution size and mass analysis of large proteins and their agglo
merates. Developed out of core technology for nanoparticle analysis, the  
MacroIMS system offers utility in a variety of biochemical applications.
For more information and to talk to an expert, visit our booth.

Wyatt Technology Europe GmbH 
Dernbach

www.wyatt.eu
Phone: 	 +49 2689 9250
E-Mail:	 info@wyatt.eu 

For more than 30 years now, Wyatt has been the leading manufacturer and 
provider of solutions for the separation and characterization of macromol-
ecules. Wyatt offers complete solutions for the analysis of proteins, biopoly-
mers and particles using Multi-Angle-Light-Scattering detectors for absolute 
molar mass and size determination by DLS and SLS. Wyatt has extensive ap-
plication know-how in this field and helps customers to solve their charac-
terization problems, implement the analytical system in their laboratory and 
offers outstanding customer training and support.
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Wednesday, 5 November 2014

10:30 Welcome

Bioseparation fundamentals

Chair: A. Jungbauer, University of Natural Resources and Life Sciences (BOKU), Vienna/A

10:35 KEYNOTE LECTURE 
High throughput process development – screening, analytics and modeling 
J. Hubbuch, Karlsruhe Institute of Technology (KIT)/D

19

11:20 High-throughput selectivity screening and enhanced productivity in insulin capture
using tentacle anion exchangers 
A. Kiesewetter, A. Heinen-Kreuzig, A. Stein, Merck KGaA, Darmstadt/D 

82

11:40 Modeling of dual gradient chromatofocusing in ion exchange and multi-modal 
chromatography 
Y.F. Lee, University of Applied Sciences Mannheim/D; H. Graalfs, Merck KGaA, 
Darmstadt/D; C. Frech, University of Applied Sciences Mannheim/D

20

12:00 Combined optimization of up- and downstream processes based on high-throughput 
cultivations and chromatography modeling 
P. Baumann, T. Hahn, N. Bluthardt, A. Osberghaus, J. Hubbuch, Karlsruhe Institute of 
Technology (KIT)/D

21

12:20 Development of high throughput methods for immunoenrichment coupled to mass 
spectrometry 
S. Hober, KTH - Royal Institute of Technology, Stockholm/S

22

12:40 LUNCH BREAK

Analytical separation / purification of biomolecules

Chair: S. Hober, KTH - Royal Institute of Technology, Stockholm/S

14:00 Targeted protein analysis in serum and plasma by LC-MS/MS at the low- and  
sub-ng/mL level without the use of antibodies 
R. Bischoff, D. Wilffert, University of Groningen/NL; K. Bronsema, PRA International, 
Assen/NL; C. Reis, J. Hermans, N. Govorukhina, University of Groningen/NL; T. Tomar,  
S. de Jong, University Medical Center Groningen/NL; W.J. Quax, University of 
Groningen/NL; N.C. van de Merbel, PRA International, Assen/NL

23

14:20 An UHPLC-SEC platform for improving separation resolution and increasing 
throughput for MAb product characterization and process development 
Y. Tang, T. Zhang, Roche Genentech, Inc, South San Francisco, CA/USA

24

14:40 UHPLC- and SEC-MALS for characterization of proteins, modified proteins and 
protein complexes 
D. Roessner, Wyatt Technology Europe GmbH, Dernbach/D

25

Wednesday, 5 November 2014

15:00 Virus-like, vaccine and antibody particles: macroIMS, a number concentration-
based sizing tool in combination with separation techniques 
V.U. Weiss, M. Havlik, L. Kerul, M. Marchetti-Deschmann, Vienna University of 
Technology/A; P. Kallinger, W.W. Szymanski, University of Vienna/A; G. Allmaier, 
Vienna University of Technology/A

26

15:20 New tools and methods for label-free characterization of biotherapeutic molecules 
R. Takkar, ForteBio, A Division of Pall Life Sciences, Menlo Park, CA/USA; 
H. Wuensche, ForteBio, A Division of Pall Life Sciences, Dreieich/D

27

15:40 COFFEE BREAK

Preparative separation / purification of biomolecules

Chair: M.T.W. Hearn, Monash University, Clayton, Victoria/AUS

16:10 Design of monoliths through their mechanical properties 
A. Podgornik, University of Ljubljana/SLO; A. Savnik, J. Jancar, N. Lendero Krajnc, 
BIA Separations d.o.o., Ajdovscina/SLO

28

16:30 Purification of virus like particles by monoliths 
P. Steppert, University of Natural Resources and Life Sciences (BOKU), Vienna/A; 
A. Tover, Icosagen, Tartumaa/EST; A. Jungbauer, University of Natural Resources and 
Life Sciences (BOKU), Vienna/A

29

16:50 Quantitative image analysis of internal structure of grafted ion exchanger 
M. Gramblicka, M. Polakovic, Slovak University of Technology, Bratislava/SK;  
Z. Sulova, A. Rusnak, Slovak Academy of Sciences, Bratislava/SK

30

17:10 Challenges of recombinant protein purification and analysis from an insect cell 
expression system 
T. Weidner, J. Taucher, R. Buchholz, A. Becker, University of Erlangen-Nürnberg/D

31

17:30 Application of high hydrostatic pressure in protein manufacturing as an alternative 
technology for protein refolding 
L. Gombos, Boehringer Ingelheim RCV GmbH & Co. KG, Vienna/A

32

17:50 End of lecture programme of day 1

17:50 
    – 
20:00

Poster Session / Poster Party (see Poster Programme page 13)
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Thursday, 6 November 2014

Analytical separation / purification of biomolecules

Chair: A. Podgornik, University of Ljubljana/SLO

09:00 KEYNOTE LECTURE 
Technical development aspects for biosimilars 
K. Graumann, Sandoz GmbH, Kundl/A

33

09:45 Aqueous two-phase systems: a useful tool for microscale extraction and 
concentration 
D.F.C. Silva, Instituto Superior Técnico, Lisboa/P; R.R.G. Soares, INESC-MN, Lisboa/P; 
A.M. Azevedo, P. Fernandes, Instituto Superior Técnico, Lisboa/P; V. Chu, J.P. Conde, 
INESCMN, Lisboa/P; M.R. Aires-Barros, Instituto Superior Técnico, Lisboa/P

34

10:05 Affinity chromatography as a broad applicable analytical method in early phase 
pharmaceutical processes - development and optimization 
D. Strehlow, Wacker Biotech GmbH, Jena/D

35

10:25 Phosphopeptide enrichment using synthetic biomimetic ligands 
I.L. Batalha, R.J.F. Branco, FCT-UNL, Caparica/P; O. Iranzo, Universtiy of Marseille/F; 
C.R. Lowe, University of Cambridge/UK; A.C.A. Roque, FCT-UNL, Caparica/P

36

10:45 COFFEE BREAK

Preparative separation / purification of biomolecules

Chair: E. Müller, TOSOH Bioscience GmbH, Stuttgart/D

11:15 Integration of precipitation into capture step of proteins downstream processing 
M. Lucke, P. Gronemeyer, J. Strube, TU Clausthal, Clausthal-Zellerfeld/D

37

11:35 Continuous magnetic extraction for protein purification 
A. Paulus, M. Franzreb, Karlsruhe Institute of Technology (KIT), Eggenstein-
Leopoldshafen/D

38

11:55 Integrated Counter Current Chromatography (iCCC) - from SMB to a fully integrated 
process 
S. Zobel, C. Helling, J. Strube, TU Clausthal, Clausthal-Zellerfeld/D

39

12:15 Leveraging selectivity and resolution in biopharmaceutical purification 
C. Voss, Bio-Rad Laboratories GmbH, Munich/D; X. He, Bio-Rad Laboratories Inc., 
Hercules, CA/USA; J. Li, Bio-Rad Laboratories, Shenzhen/CHN; K. Brisack, M. Snyder, 
Bio-Rad Laboratories Inc., Hercules, CA/USA

40

12:35 LUNCH BREAK

Preparative separation / purification of biomolecules

Chair: A.C. Dias-Cabral, University of Beira Interior, Covilhã/P

14:00 KEYNOTE LECTURE 
Antibody Drug Conjugates: a new platform of protein therapeutic molecules 
G. de Roo, R. Verstegen, P. Beusker, R. Coumans, H. Spijker, B. Kamps, M. Eppink, 
Synthon Biopharmaceuticals BV, Nijmegen/NL

41

Thursday, 6 November 2014

14:45 Towards a generic mixed mode chromatographic platform for the purification of 
monoclonal antibodies and other recombinant proteins 
M.T.W. Hearn, C.-P. Lin, P. Florio, E.M. Campi, C. Zhang, D. Fredericks, K. Saito, 
W.R. Jackson, Monash University, Clayton, Victoria/AUS

42

15:05 Application of multimodal chromatography in contrast to traditional techniques for 
systematic optimization of critical quality attributes 
J. Paul, S. Hornung, C. Braemer, G. Cornelissen, Hamburg University of Applied 
Sciences/D

43

15:25 Screening for suitable multi-modal resin for purification of human erythropoietin 
L. Wisniewski, Slovak University of Technology, Bratislava/SK; M. Bartosová, 
L. Skultéty, Slovak Academy of Science, Bratislava/SK; M. Polakovic, Slovak 
University of Technology, Bratislava/SK

44

15:45 Phenylboronic acid chromatography: validation and scale-up of an alternative  
multi-modal process for the capture of monoclonal antibodies 
S.A.S.L. Rosa, R. dos Santos, M.R. Aires-Barros, A.M. Azevedo, Instituto Superior 
Técnico, Lisboa/P

45

16:05 COFFEE BREAK

Bioseparation fundamentals

Chair: K. Graumann, Sandoz GmbH, Kundl/A

16:35 Unfolding and aggregation of a glycosylated monoclonal antibody on a cation 
exchange column - insights from DLS, CLSM, AND HX-MS 
J. Guo, S. Zhang, G. Carta, University of Virginia, Charlottesville, VA/USA

46

16:55 Molecular interaction analysis on complexation of α-lactalbumin and oleic acid 
using SPR and ITC 
Y.J. Park, Gachon University, Seongnam/ROK; K.H. Kim, E.K. Lee, Hanyang University, 
Ansan/ROK

47

17:15 Effect of salt type on PEGylated lysozyme adsorption in hydrophobic interaction 
chromatography: a calorimetric study 
G.L. Silva, A. Gonçalves, P.P. Aguilar, F. Marques, University of Beira Interior, Covilhã/P; 
E. Müller, Tosoh Bioscience GmbH, Stuttgart/D; A.C. Dias-Cabral, University of Beira 
Interior, Covilhã/P

48

17:35 Temperature dependence of adsorption of PEGylated lysozyme and pure PEG on a 
hydrophobic resin 
E. Hackemann, A. Werner, H. Hasse, University of Kaiserslautern/D

49

17:55 End of lecture programme of day 2

19:30 
    – 
22:30

Conference Dinner  
at “Alte Mainmühle”, Mainkai 1, Würzburg, www.alte-mainmuehle.de 
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Molecular and thermodynamic aspects,  
are they already well understood?

1 Perfomance increasing in low pressure preparative chromatography of biomolecules 
by using kinetic sorption selectivity inversion 
O.A. Pisarev, Institute of Macromolecular Compounds of the RAS, St.-Petersburg/RUS

59

2 Ligand density variations of Fractogel® EMD TMAE: influence on protein binding 
S. Kluters, J. Konrad, University of Applied Sciences Mannheim/D; L. Jacob, H. Graalfs, 
Merck KGaA, Darmstadt/D; C. Frech, University of Applied Sciences Mannheim/D

60

3 Solvent modulated IEC on the next level: solubilty enhancers give access to higher 
resolution and protein concentration 
S. Kluters, T. Hiller, University of Applied Sciences Mannheim/D; T. von Hirschheydt, 
Roche Diagnostics GmbH, Penzberg/D; C. Frech, University of Applied Sciences 
Mannheim/D

61

4 Thermodynamic study of plasmid DNA adsorption mechanism: anion exchange vs. 
hydrophobic interaction supports 
P.P. Aguilar, F. Marques, G.L. Silva, A.C. Dias-Cabral, University of Beira Interior, 
Covilhã/P

62

5 Lysozyme - adsorbent interaction mechanism: analysis of chromatographic and 
calorimetric data 
G. Silva, F. Marques, P. Aguilar, University of Beira Interior, Covilhã/P; M.E. Thrash Jr., 
Central State University, Wilberforce, OH/USA; A.C. Cabral, University of Beira Interior, 
Covilhã/P

63

High throughput testing or good models?

6 A QSAR model for prediction of protein adsorption in anion exchange chromatography 
and in silico simulation of chromatograms 
F. Hämmerling, J. Kittelmann, T. Hahn, S.A. Oelmeier, J.J. Hubbuch, Karlsruhe Institute 
of Technology (KIT)/D

64

7 Single and bi-component simulated adsorption isotherms for BSA and BHb 
adsorption onto a strong anion-exchanger 
F. Marques, P. Pousada, P.P. Aguilar, G.L. Silva, University of Beira Interior, Covilhã/P; 
M.E. Thrash, Central State University, Wilberforce, OH/USA; A.C. Dias-Cabral, 
University of Beira Interior, Covilhã/P

65

Bioanalysis / biomarkers

8 Alternations in enzymatic activity of gasterointestinal tract in vegetarian dieting 
A. Erfani, Guilan University of Medical Sciences, Rasht/IR; A. Rezaei, Tehran 
University of Medical Sciences/IR; R. Sariri, University of Guilan, Rasht/IR

66

9 Antibacterial activity of aqueous extracts from tea leaves 
A. Rezaei, Tehran University of Medical Sciences/IR; A. Erfani KT, Guilan University of 
Medical Sciences, Rasht/IR; R. Sariri, University of Guilan, Rasht/IR

67

Friday, 7 November 2014

Preparative separation / purification of biomolecules

Chair: M. Eppink, Synthon Biopharmaceuticals BV, Nijmegen/NL

09:00 KEYNOTE LECTURE 
Affinity chromatography with PEGylated protein ligands 
T. Przybycien, Carnegie Mellon University, Pittsburgh, PA/USA

50

09:45 Aptamer-based affinity purification of vascular endothelial growth factor 
M. Lönne, J.-G. Walter, F. Stahl, T. Scheper, Universität Hannover/D

51

10:05 Investigation of MAb adsorption phenomena to a new protein A resin 
E. Müller, J. Vajda, TOSOH Bioscience GmbH, Stuttgart/D; A. Wacker, Hochschule 
Mannheim/D; L. Rulev, University of Applied Sciences, Villingen-Schwenningen/D

52

10:25 Generation of variants in QbD, a case study 
J. Sutter, Z.G. Manco, Merck Serono, Vevey/CH

53

10:45 COFFEE BREAK

Analytical separation / purification of biomolecules

Chair: M.T.W. Hearn, Monash University, Clayton, Victoria/AUS

11:15 Short presentations of Poster Awardees á 5 min. 
to be announced onsite

11:35 Experimental investigation, modeling and prevention of aggregate formation in 
downstream processing 
O. Oyetayo, F. Bickel, M. Merg, H. Kiefer, Biberach University of Applied Sciences/D

54

11:55 Challenges of detection and quantification of recombinant proteins from microalgae  
J. Richter, Universität Erlangen-Nürnberg/D; M. Soleimani, Universität Hohenheim/D; 
T. Tegler, BIOSS Rohstoffe GmbH, Erkelenz/D; C. Friedl, S. Stute, R. Buchholz,  
A. Becker, Universität Erlangen-Nürnberg/D

55

12:15 Cutting off the hook: a linker for metal ion-induced cleavage of recombinant fusion 
proteins 
S. Zehner, J. Schirrmeister, S. Ibe, S. Zocher, M. Borowiak, M. Göttfert, TU Dresden/D

56

12:35 LUNCH

13:30 End of the conference
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Detection and separation methods supporting
 biomolecule analysis

10 High performance monolith affinity chromatography – a fast method for 
determination of single chain antibody fragments 
N. Walch, R. Sommer, ACIB GmbH, Vienna/A; A. Jungbauer, University of Natural 
Resources and Life Sciences, Vienna/A

68

11 Monoclonal antibody characterization using size exclusion chromatography in 
combination with light scattering detection 
S. Schneider, Agilent Technologies, Waldbronn/D

69

12 Study of influenza virus aggregation during downstream processing 
M. Pieler, A.R. Fortuna, MPI for Dynamics of Complex Technical Systems, Magdeburg/D; 
U. Reichl, M.W. Wolff, MPI for Dynamics of Complex Technical Systems and University 
of Magdeburg/D

70

15 Release of salt taste enhancing peptides from milk and egg white proteins by 
peptidases of basidiomycota 
L. Harth, Universität Hannover/D; U. Krah, TU München/D; D. Linke, U. Krings, 
Universität Hannover/D; A. Dunkel, T. Hofmann, TU München/D; R.G. Berger, 
Universität Hannover/D

71

16 Studies into the origin of selectivity switching: new tools to optimise peptide 
separation in RPC, HILIC and ANPC modes 
M. Hearn, R. Boysen, Y. Yang, C. Kulsing, Monash University, Clayton, Victoria/AUS

72

17 High performance monolith affinity chromatography for immunotoxin determination 
R. Sommer, University of Natural Resources and Life Sciences Vienna/A; J. 
Paulsson, Lund University/S; R. Zehetner, K. Hofstädter, Ch. Klade, AOP Orphan 
Pharmaceuticals AG, Vienna/A; A. Jungbauer, University of Natural Resources and Life 
Sciences Vienna/A

73

Sample preparation for -omics

18 Membrane-assisted isoelectric focusing device as a micro-preparative fractionator 
for two dimensional shotgun proteomics 
M. Pirmoradian, B. Zhang, K. Chingin, J. Astorga-Wells, Karolinska Institute, Stockholm/S; 
T. Lavold, Biomotif AB, Stockholm/S; R.A. Zubarev, Karolinska Institute, Stockholm/S

74

19 Automated small scale protein purification for bioanalytical characterization 
workflows 
R. Sawkins, J. Lambert, PerkinElmer, Waltham, MA/USA; H. Lange, PerkinElmer, 
Rodgau/D

76

poster programme

Separation / purification of new products

21 Designed macroporous structures for the purification of viral particles 
C. Fernandes, B. Gonçalves, M. Sousa, A. Aguiar-Ricardo, FCT-UNL, Caparica/P;  
C. Peixoto, R. Castro, A. Coroadinha, A. Barbas, IBET, Oeiras/P; A.C.A. Roque,  
FCT-UNL, Caparica/P

77

22 Production and characterization of plant produced norovirus like particles 
P. Sevsek, N. Janez, COBIK, Ajdovscina/SLO; D. Morisset, I. Gutierrez Aquirre,  
M. Ravnikar, COBIK, Ajdovscina and NIB, Ljubljana/SLO; M. Peterka, A. Podgornik, 
COBIK, Ajdovscina/SLO

78

23 Binding capacity and selectivity of CaptureSelect human growth hormone affinity 
resin 
M. Dainiak, A.K. Pedersen, N. Hegazy, H. Ahmadian, Novo Nordisk A/S, Maaloev/DK

79

24 Modification and aggregation of monoclonal antibodies induced by UV-C irradiation 
M. Merg, H. Kiefer, Biberach University of Applied Sciences/D

80

26 Potential controlled chromatography: new resin materials for biomolecule separation 
M. Brammen, S. Berensmeier, TU München, Garching/D

81

27 High-throughput selectivity screening and enhanced productivity in insulin capture 
using tentacle anion exchangers 
A. Kiesewetter, A. Heinen-Kreuzig, A. Stein, Merck KGaA, Darmstadt/D

82

28 Purification of porcine gastric mucin 
V. Schoemig, K. Bidmon, O. Lieleg, S. Berensmeier, TU München, Garching/D

83

29 Inoculation of cyprinid herpesvirus 3 (CyHV-3) in cell cultures 
A. Mletzko, A. Amtmann, A. Becker, R. Buchholz, Universität Erlangen-Nürnberg (FAU)/D

84

30 Endotoxin contamination in bio-pharmaceuticals: false negative results induced by 
endotoxin masking 
J. Reich, University Regensburg and Hyglos GmbH, Bernried/D; H. Grallert, Hyglos GmbH, 
Bernried/D

85

Mixed-mode chromatography, an alternative  
to pure chromatographic mode

31 A multimodal alternative for antibody capture from cell culture supernatants 
I.F. Pinto, M.R. Aires-Barros, A.M. Azevedo, Instituto Superior Técnico, Lisbon/P

86

Future of affinity chromatography – protein A only?

32 Upcoming membrane supports for influenza virus purification 
A.R. Fortuna, M. Pieler, MPI for Dynamics of Complex Systems, Magdeburg/D;  
L. Villain, Sartorius Stedim Biotech GmbH, Göttingen/D; U. Reichl, M.W. Wolff,  
MPI for Dynamics of Complex Systems and University of Magdeburg/D

87

33 Aptamer-based purification of human IgG 
J.-G. Walter, G. Zhu, F. Stahl, T. Scheper, Universität Hannover/D
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